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Fig. 1: A) Highly polymorphic profile obtained with use of SSR-67 primer. Resistant cultivars like Wild (GP-10), 

NDT-96 and Heamsona showed alleles of size 900 + 900 in comparison to tolerant cultivars KS-17, GT-1 
and GT-2 and Null allele with susceptible cultivars JR and PR 
B) Bulk segregation analysis of resistant, tolerant and susceptible bulk with parents GP-10 (P1) and GT-2 
(P2) using primer SSR-67 
 
 

 
 
Fig. 2: A) Brand intensity of five cultivars through image J analysis showed resistant cultivars NDT-96 and Wild 

(GP-10) with double the intensity in comparison to tolerant KS-17, GT-1 and GT-2 
 B) Maximum likelihood plot indicating regions of quantitative trait loci associated with disease resistance 

in 25 inbred lines from wild X GT-2 






