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Abstract: The aim of this study was to investigate interspecific variations in Sections Lophobrychis,
Onobrychis, Hymenobrychis of genus Onobryclus by sodium dodecyl sulphate polyacrilamyde gel
electrophoresis (SDS-PAGE) technicue. In this study total eight species collected from different regions of
Turkey have been studied for the analysis of seed storage protein profiles to examine their relationship.
Electrophoretic data were documented by using a gel documentation system and analysed by using Quantity
1-D analysis software and also the dendogram were formed in UPGAMA. Studied species of genus Onobrychis
sections Lophobrychis, Onobrychis, Hymenobrychis cluster together on the basis of seed protemn siumilarities
as designed by previous morphological classification. The formed dendogram from SDS-PAGE analysis showed
that all studied species constituted two clusters. The first one consisted of O. caput-galli, O. aequidendata,
0. fallax, O. armena, O. viciifolia and second one by O. hvpargyrea, O. galegifolia and O. cappadocia.
Protein amounts of all species were also found to be between 49.864-56.966 ug ml™.
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INTRODUCTION

The genus Ounobrychis Miller extends from the
mediterranean region to Central Asia. The majority of the
species are restiricted to North-west Asia, especially Tran
and Anatolia, making this area the main centre of genetic
diversity of the genus [1]. Many species are exploited as
high protein fodder plants for several animals and they
play an important role in enrichment of soi1l, mereasing the
nutritive value of drought-resistant pasture [2].

Onobrychis an extremely difficult genus with many of
the worst problems in Anatolia-one of the main centres of
the genus [3]. The taxonomy of the genus continues to be
a subject of much confusion, mamnly because of the
different approaches to species delimitation, resulting in
varying numbers of recogmized species [4]. Recently
Yildiz et al. [1] suggested based on fruit morphology
genus Onobrychis consist of 170 species, eight sections
and two subgenera. In Flora of Turkey (volume 3) many
of the species dealth with cannot be defined or keyed
out satisfactory and numerous taxonomic problems
throughtout the genus await solution and genus is

represented with 54 species and divided into five sections
[3-5]. Grain legumes are widely recogmzed as important
sources of food and feed proteins. In many regions of the
world, legume seeds are the unique supply of protemn in
the diet [6]. Legume seeds have a high level of protein
content, ranging from approximately 200 to 400 g kg™" as
compared to other sources of plant proteins [7]. Legume
seeds are highly stable, unaffected by environmental
conditions. Therefore electrophoretic techmiques for
total seed protein analysis have been recognized as a
valid source of taxonomic evidences and were used to
adress taxonomic relationships at the generic and specific
levels [8]. In literatures, most limited studies have been
performed on the genus Onobrychis and as far as the
literature search show electrophoretic analysis and
protein amounts of species (exclude from O. viciffolia)
from genus Orobrychis examined in the present study
has not yet been investigated.

The objective of the present study was to mvestigate
interspecific in  Sections
Onobrychus, Hymenobrychis by sodium dodecyl
sulphate polyacrilamyde gel electrophoresis (SDS-PAGE)

variations Lophobrychis,
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